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In this article [1] the wrong figure appeared as Fig. 3, this 
is a duplication of Fig. 2. Figure 3 in the original version 
of this article has been replaced with correct figure. The 
figure should have appeared as shown in this Correction.
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The original article can be found online at https:// doi. org/ 10. 1186/ s40164‑ 
022‑ 00321‑x.
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Fig. 3 Post‑translational modifications of PMP22 protein family. A 
Schematic view of structure of the PMP22 family of proteins with 
post‑translational modification sites. The upper numbers refer to 
the starting amino acid sites of different domains, and the lower 
dotted line refers to the mutated amino acid sites. B Post‑translational 
modification sites of PMP22 protein family. The protein structures 
were modelled by AlphaFold2 [13]
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